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% 1. Input instance for the HSRP
Locus 1 Locus 2
bk
<allelell,allele2> <allelell,allele2>
1 <7,8> <19,20>
2 <7,10> <20,46>
3 <35,36> <19,23>
4 <34,35> <15,19>
5 <32,10> <15,19>

# 2. The optimal solution for the HSRP

1S 1,2,3,4

B 2:S, 5
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1 <7,8>
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